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Purpose: To study the effect of field inhomogeneity distributions in trabecu-
larized bone regions on the gradient echo (GRE) signal with short TEs and to
characterize quantification errors on R∗2 and proton density fat fraction (PDFF)
maps when using a water-fat model with an exponential R∗2 decay model at short
TEs.
Methods: Field distortions were simulated based on a trabecular bone micro
CT dataset. Simulations were performed for different bone volume fractions
(BV/TV) and for different bone-fat composition values. A multi-TE UTE acqui-
sition was developed to acquire multiple UTEs with random order to minimize
eddy currents. The acquisition was validated in phantoms and applied in vivo
in a volunteer’s ankle and knee. Chemical shift encoded MRI (CSE-MRI) based
on a Cartesian multi-TE GRE scan was acquired in the spine of patients with
metastatic bone disease.
Results: Simulations showed that signal deviations from the exponential sig-
nal decay at short TEs were more prominent for a higher BV/TV. UTE multi-TE
measurements reproduced in vivo the simulation-based predicted behavior. In
regions with high BV/TV, the presence of field inhomogeneities induced an R∗2
underestimation in trabecularized bone marrow when using CSE-MRI at 3T
with a short TE.
Conclusion: R∗2 can be underestimated when using short TEs (<2 ms at 3 T)
and a water-fat model with an exponential R∗2 decay model in multi-echo GRE
acquisitions of trabecularized bone marrow.
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1 INTRODUCTION

The clinical need for early diagnosis of osteoporosis, for
assessment of fracture risk, and for therapy response mon-
itoring has been driving the development of MRI methods
to assess trabecular bone density and microstructure in
vivo.1–3 Trabecular bone consists of a complex network of
bone tissue, which can comprise around 30% of the total
tissue volume. The trabecular bone cavities are filled with
fatty bone marrow.4 Since bone signal decays rapidly with
a very short T∗2 , in conventional MRI methods the signal
of bone marrow was used indirectly to assess trabecular
bone. First, high-resolution imaging was used to resolve
the trabecular bone matrix as signal void within the bone
marrow signal. However, high-resolution MR trabecular
bone imaging is limited to distal skeletal sites and due to its
low sensitivity and motion.2,5 Beyond high-resolution tra-
becular bone imaging, trabecular bone has been typically
indirectly evaluated by measurements of effective bone
marrow properties. T∗2 and R∗2 measurements in trabecu-
larized bone marrow have been correlated with the bone
mineral density since early works5–9 and R∗2 has been pro-
posed as a biomarker for bone loss in osteoporosis.1,10–12

More recently the proton density fat fraction (PDFF) has
been introduced as a biomarker of bone marrow fat con-
tent changes associated with bone loss.1,2,12–14 Therefore,
chemical shift encoding-based (CSE) water-fat separation
assuming a single R∗2 exponential signal decay has been
proposed to simultaneously assess changes in the trabecu-
lar bone matrix by R∗2 quantification and in bone marrow
fat content by PDFF quantification.1,2,13,15

The trabecular bone network presents an inherently
complex topology with the bony trabeculae and the signal
generating bone marrow in the intra-trabecular space. The
susceptibility difference between bone and marrow and
the underlying complex microstructure cause a large dis-
tribution of inhomogeneities of the induced magnetic field
within each voxel. Due to the distribution of field inhomo-
geneities, spins dephase rapidly and consequently yield a
decreased TR due to intravoxel dephasing. It was shown
previously, in simulations16,17 and in theoretical analy-
ses,18,19 that, in the static dephasing regime, the intra-voxel
dephasing can be described as a mono-exponential decay
with decay rate R∗2. The static dephasing regime applies if
diffusion effects become negligible as the dephasing field
inhomogeneities are much stronger than the signal decay
due to diffusive motion. The exponential decay originates
from the assumption of Lorentzian distribution of field
inhomogeneities. The frequency spectrum of an FID has a
Lorentzian line shape with the FWHM of the Lorentzian
distribution being equal to R∗2

π
.
20 In the static dephasing

regime and within trabecular bone, it was shown that R∗2
depends on the bone density as well as the orientation

of trabecular bone with respect to the main magnetic
field.7,9,18,21

The above described mono-exponential signal decay
behavior, however, applies only for long TEs. In reality
and for large field inhomogeneities, the distribution is not
necessarily Lorentzian and resembles a Gaussian shape,
which will affect the decay behavior for short TEs.18,19,22

Therefore, at short TEs there are two effects that need to
be considered. There is additional signal from short T∗2
tissue such as the bone matrix and, due to the under-
lying microstructure, the surrounding bone marrow sig-
nal follows a Gaussian decay. The characteristic TE, that
defines the time point at which the Gaussian decay devi-
ates from the mono-exponential decay, may be of the
order of the shortest achievable TEs that are commonly
used at CSE-MRI acquisitions of bone marrow.18,19,23,24

In CSE-MRI, a typical acquisition strategy aims to min-
imize the first TE to increase the SNR, and water-fat
signal modeling typically relies on the assumption of a
mono-exponential single R∗2 signal decay. The question of
the influence of large field inhomogeneities on the R∗2 sig-
nal decay at short TEs has not been addressed before and
needs the ability to measure the decaying signal at UTE.
Therefore, the purpose of this work is to investigate, with
the help of a UTE acquisition, the quantification errors of
R∗2 and PDFF maps in trabecularized bone marrow regions
in the static dephasing regime when using a water-fat
model with an exponential R∗2 decay model at short TEs.

2 METHODS

2.1 Bone cubes forward simulation

Similar to previous work on simulating magnetic fields,
magnetic field offsets caused by a trabecular bone model
were simulated.9,16,17 Therefore, a micro computed tomog-
raphy (CT) dataset was acquired with 45.6 μm isotropic
resolution of a healthy human femur bone cube with
a size of 180× 180× 180 mm3, containing only trabecu-
lar bone structure. From the micro-CT images, a bone
mask was derived by applying a simple threshold at 50%
(Figure 1A). The bone volume to total volume (BV/TV)
ratio of each femoral cube was estimated by taking the
mean inside the bounding box of the binary mask. A
susceptibility map was obtained by assigning the suscep-
tibility χ of bone and marrow to the bone mask with 𝛥𝜒

being defined as the difference between bone matrix to
the surrounding marrow. According to the forward model
as described earlier,25,26 the relative distance field (RDF),
deviations from the applied magnetic field, was simulated
with one fixed B0-direction, with varyingΔχ and with vary-
ing BV/TV ratios. The BV/TV ratio of the bone masks was
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F I G U R E 1 Illustration of the bone cube simulations. A, A bone mask was generated from a microscopic CT scan of resolution 45.6 μm
(BV/TV 38%). B, The BV/TV was altered by erosion (BV/TV = 15%) and dilation (BV/TV = 59%). Forward simulated relative field map. The
black square shows the size of a 1.5× 1.5 mm2 MR voxel and the distribution of the relative difference field (RDF) within the MR voxel. The
FWHM of a Lorentzian fit was calculated to give an estimate of the signal decay due to the distribution of local inhomogeneities. With the
field-map a signal for different TEs is generated on the microscopic CT scale (C) and down-sampled to the MR resolution of 1.5× 1.5 mm2

(D). RDF: relative distance field

altered by erosion and dilation with standard image pro-
cessing tools (Python version 3.9.0, binary erosion/dilation
from the ndimage scipy module with a nearest neigh-
bor kernel, SciPy Version 1.7.1) to simulate the degen-
eration of trabecular bone comparable to the degenera-
tion of bone in osteoporosis (Figure 1A). An auto-binned
(Freedman Diaconis Estimator) histogram of all field val-
ues outside the trabecular bone was generated and shows
the distribution of local field inhomogeneities within a
1.5 mm× 1.5 mm× 1.5 mm voxel (Figure 1B). The FWHM
of the fitted Lorentzian curve was calculated to give an
estimate of the reversible relaxation rate R2’. The result-
ing RDF map was used to simulate a complex multi-echo
signal at 3 T with TE = 0–10 ms and ΔTE = 0.2 ms
(Figure 1C), assuming the following single- R∗2 bone
signal model and single- R∗2 multi-fat-peak fat signal
model.

S(t) =

{
𝜌e−R∗2,Bt in the bone matrix
c(t) e−R2,F tei2𝜋fRDF t in the bone marrow

with c(t) =
P∑

p=1
𝛼pei2𝜋Δfpt (1)

The fat signal was modeled by an a priori known spec-
trum c(t) with P spectral peaks with relative amplitudes
𝛼p and chemical shift 𝛥f p. The bone signal was modeled
with a simple mono-exponential decay with ρ as the den-
sity of the bone matrix normalized by the density of the
bone marrow. The simulated signal on the microscopic
scale was down-sampled to the MR-like isotropic resolu-
tion of 1.5 mm by averaging the signal (Figure 1D). To
assess the effect of local field inhomogeneities on the sig-
nal decay, caused by the susceptibility difference between
bone and marrow, bone cube simulations with varying
BV/TV ratios were performed (Figure 2A,B). Furthermore,
the simulations were repeated for different signal models
and a fixed BV/TV of 38% (Figure 2C,D): a) without bone
matrix signal 𝜌 = 0 and with a single-fat-peak fat model
T2,F = 60 ms,27,28 c(t) = 1 b) without bone matrix signal
(𝜌= 0) and with a nine-peak marrow fat spectrum model29
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F I G U R E 2 Simulation results. A, Simulation of the macroscopic signal for varying BV/TV. Only the marrow signal was included in the
simulation (𝜌 = 0) with a single-fat-peak fat model (c(t) = 1). For a BV/TV of 0%, the signal followed a mono-exponential decay with
T2,F = 60 ms. B, The corresponding signal derivative shows that for a non-zero BV/TV the local distribution of RDFs yielded a Gaussian decay
at low TEs and an exponential decay at larger TEs. C, Simulation of the microscopic signal for a voxel containing only bone and for a voxel
containing only marrow. The bone signal followed a mono-exponential decay with T∗2,B = 0.5 ms. The marrow signal showed oscillations due
to the nine-peak marrow fat spectrum. D, Simulation of the macroscopic signal including either only the signal of marrow or including the
signal of both bone and marrow. The dashed lines show fitting results when only data points at TEs larger than 2 ms were included. The
extrapolation of the fit at TEs <2 ms resulted in a higher signal when compared to the simulation result (red area)

(T2,F = 60 ms) and c) with bone matrix signal30 (𝜌 = 0.3,
T∗2,B = 0.5 ms) and with a nine-peak marrow fat spectrum
model29 (T2,F = 60 ms).

2.2 Multi-TE UTE pulse sequence

To measure the signal at short TEs, a 3D UTE stack-of-stars
center-out radial sequence was employed31 (Figure 3A).
The non-selective RF excitation pulse was followed by
a short phase-encoding gradient that adds a Cartesian
dimension along the slice encoding direction. The dura-
tion of the phase-encoding gradient varied depending on
the slice encoding. In addition, a variable delay dTE was

added, between the excitation pulse and slice encoding
gradient, to achieve an arbitrary TE.32 The delay was mod-
ified between TRs in a random order to prevent potential
eddy current artifacts as described in32 (Figure 3B). All TEs
along one spoke were acquired first, before the acquisition
of the next spoke. All spokes within one slice were acquired
with a uniform, constant azimuthal angle sampling pat-
tern. The minimal FID readout time of 0.14 ms was defined
by the RF transmit–receive switching time of the system. A
minimum TE of 0.19 ms was used for all measurements to
give the coil system more time to tune the receive coil and
eliminate remaining switching transients. All images were
acquired on a 3T system (Elition X, Release 5.4; Philips
Medical Systems).
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F I G U R E 3 3D multi-TE UTE stack-of-stars acquisition: A, After the non-selective excitation, the FID readout started after a variable
delay dTE. B, All TEs along one spoke were acquired in random order and before the readout of the next spoke. For comparison, the same
acquisition was repeated with a sequential ordering of the TEs. C, D, Magnitude and phase over time of a phantom filled with water for the
random (black) and the sequential (red) acquisition scheme

2.3 Phantom measurements

To validate the signal stability of the multi-TE UTE acqui-
sition strategy used, phantom measurements were per-
formed in a water phantom and in water-fat phantoms
with PDFF values of 0%, 5%, 15% and 100%.

For the measurement of the signal decay curves in
the water phantom, an extensive coronal echo multi-TE
UTE sampling was performed with 29 TEs in the range
from 0.19 ms to 2.9 ms (Figure 1C, D) and the following
scan parameters: TR 5.8 ms, flip angle (FA) 5◦, in-plane
resolution 1.5× 1.5 mm2, slice thickness 3 mm, FOV
180× 180× 116 mm3, receiver bandwidth 1440 Hz/pixel,
and scan time of 16.4 min.

For the measurements of the PDFF phantoms a
multi-TE UTE axial scan with 15 TEs was acquired
with the following scan parameters: TE = [0.19, 0.24,
0.34, 0.44, 0.54, 0.64, 0.74, 0.84, 0.94, 1.04 1.14, 2.24,
3.34, 4.44, 5.54, 6.64] ms, TR 9.2 ms, FA 5◦, in-plane

resolution 1.5× 1.5 mm2, slice thickness 5 mm, FOV
100× 100× 250 mm3, receiver bandwidth 1426 Hz/pixel
and scan time of 11.7 min.

For conventional Dixon imaging and for compari-
son, a 3D Cartesian six-echo monopolar time-interleaved
multi-echo gradient-echo (GRE) sequence was used as
described previously33 with the following parameters: two
interleaves with three echoes per TR and TR/TE1/ΔTE:
7.7/1.25/1.1 ms, FA 3◦, voxel size 1.5× 1.5× 5 mm3, FOV
100× 100× 250 mm3, receiver bandwidth 1213 Hz/pixel,
frequency direction anterior–posterior, scan time: 3.7 min.

2.4 In vivo measurements

In vivo imaging was performed in the ankle and the knee
of a healthy volunteer. Furthermore, clinical routine MR
image data of the lumbar spine in three patients were ret-
rospectively analyzed. The in vivo study part was approved
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by the local institutional review board (Klinikum rechts
der Isar, Technical University of Munich, Munich, Ger-
many).

For the ankle measurements, a sagittal 3D multi-TE
UTE measurement was performed with seven TEs, with
a 16-channel ankle coil and the following parameters:
TEs = [0.19 1.29 2.39 3.49 4.59 5.69 6.79] ms, FA
5◦, FOV 220× 220× 90 mm3, voxel size 1.2× 1.2× 3 mm3,
TR 3.4 ms, scan time 9.2 min, using a SENSE acceler-
ation factor of 2 in the Cartesian-sampled dimension.
Additionally, a Cartesian high-resolution balanced SSFP
(bSSFP) reference scan was acquired with two phase
cycles, TE 2.6 ms, FOV 220× 220× 90 mm3, voxel size
0.3× 0.3× 1.5 mm3.

For the knee measurements, a sagittal 3D multi-TE
UTE measurement was performed with seven TEs, with
a 16-channel transmit-receive knee coil and the fol-
lowing parameters: TE = [0.19 1.29 2.39 3.49 4.59 5.69
6.79] ms, FA 5◦, FOV 130× 130× 105 mm3, voxel size
1.48× 1.48× 2 mm3, TR 10.1 ms, scan time 15.3 min, using
a SENSE acceleration factor of 2 in the Cartesian-sampled
dimension. Additionally, a Cartesian high-resolution
bSSFP reference scan was acquired with two phase cycles,
TE 2.6 ms, FOV 140× 140× 105 mm3, and voxel size
0.45× 0.45× 2 mm3.

For the calcaneus measurements, a sagittal Carte-
sian monopolar time-interleaved multi-echo gradient echo
sequence was performed in three healthy volunteers.
Scan parameters were: nine echoes in three acquisitions
(three echoes per acquisition), TE1/ΔTE: 1.25/0.7 ms,
readout direction feet-head, TR 13 ms, FA 5◦, band-
width/pixel = 1431.4 Hz, FOV 220× 220× 102 mm3 and
an isotropic voxel size of 1.5 mm. Additionally, all vol-
unteer scans included a bSSFP sequence with two phase
cycles, TE 3.4 ms, FOV 220× 220× 60 mm3, voxel size
0.3× 0.3× 0.9 mm3.

For the spine measurement, a sagittal Cartesian
monopolar time-interleaved multi-echo gradient echo
sequence was performed in the thoracolumbar spine of
three patients where clinical MRI of the spine was per-
formed either to assess degenerative disease or bone
metastases. Subject 1: male, age 77, diagnosed with
prostate cancer showed metastasis in L3 and extraosseous
components. Subject 2: female, age 80, diagnosed with
breast cancer showed diffuse metastases. Subject 3 male,
age: 71, diagnosed with prostate cancer showed diffuse
metastases. Scan parameters were: six echoes in two
acquisitions (three echoes per acquisition), TE1/ΔTE:
1.12/0.96 ms, readout direction anterior–posterior, TR
8.3 ms, FA 5◦, FOV 219.6× 219.6× 79.2 mm3, and an
isotropic voxel size of 1.8 mm. A CT scan was acquired
within 30 days before the MRI for clinical purposes and
was evaluated for osteoblastic metastatic lesions using

consensus reading (two neuroradiologists with >5 y of
experience).

2.5 Reconstruction and postprocessing

For the reconstruction of the UTE images, an image recon-
struction toolbox (ReconFrame) was used to grid the UTE
data in two dimensions with the corresponding k-space
trajectories, to Fourier transform in 3D, and to perform
SENSE unfolding in the third Cartesian-sampled dimen-
sion. The UTE k-space trajectories were corrected by
means of a gradient impulse response function.34

All water–fat maps were calculated using CSE-based
water-fat separation assuming the widely used single- R∗2
multi-fat-peak water-fat signal model,35,36 tuned specifi-
cally to bone marrow.29,37

S(t) =
(
𝜌w + c(t)𝜌f

)
e−R∗2 tei2𝜋fBt (2)

with 𝜌w and 𝜌f the complex signal of water and fat compo-
nents assuming an equal transverse relaxation rate R∗2 of
water and fat, c(t) the chemical shift components due to
the multi-peak fat spectrum as described in Equation (1)
and f B the field map.

Given the small flip angles in all measurements,
minimal T1 weighting was assumed and T1 bias was
neglected.38,39

In a first step, the field map was calculated based on
all TEs and with a robust graph-cut field-mapping method
with a variable-layer construction40 and based on the sig-
nal model introduced in Equation (2). The field map was
used as initialization for all subsequent CSE-based pro-
cessing.

In a second step, CSE-based water-fat separation was
performed37 again with the signal model in Equation (2)
and with the field map result obtained in the first step.
The parameter estimation problem was iteratively solved
via alternating Gauss-Newton updates of the linear and
nonlinear parameters in a variable projection method
(VARPRO).41 The CSE-based water-fat separation was per-
formed once including all TEs and once including only
later TEs. Plotted fitted signal magnitude curves were cal-
culated based on the fitting parameters of the CSE process-
ing.

3 RESULTS

3.1 Bone cube simulations

Figure 2A shows the simulation result of the macroscopic
MR signal, which only included signal from the fatty bone
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marrow (𝜌 = 0) with a single-fat-peak fat model (c(t) = 1).
For a BV/TV ratio of 0%, meaning no bone was present
in the marrow and no local field inhomogeneities, the sig-
nal followed a mono-exponential decay with T2,F = 60 ms,
which was the initial simulation parameter for the marrow
relaxation rate. With an increase in BV/TV, two observa-
tions were made: (1) for TEs >6 ms the signal followed
an exponential decay with a T∗2,F < 60 ms and (2) for TEs
<6 ms the signal followed a Gaussian decay. The change
in the signal decay is highlighted with the derivative of the
logarithm of the signal (Figure 2B). For longer TEs, the
curve converged toward a constant value. For shorter TEs,
the derivative followed a straight line.

Figure 2C shows the extension of the bone cube simu-
lations when a nine-peak marrow fat spectrum and bone
signal was added. In the microscopic picture, the signal for
a voxel containing only bone followed a mono-exponential
decay with T∗2,B = 0.5 ms. The signal for a voxel contain-
ing only marrow showed a mono-exponential decay with
T2,F = 60 ms and with oscillations due to the nine-peak
marrow fat spectrum. Using only the marrow signal from
Figure 2C to generate the down-sampled macroscopic
image (Figure 2D) resulted in a lower T∗2 = 6.18 ms when
compared to the microscopic marrow signal. The extrap-
olation of the fit at TEs <2 ms resulted in a higher sig-
nal when compared to the simulation result. Including
bone signal with T∗2,B = 0.5 ms in the simulation yielded
a T∗2 = 6.28 ms. The behavior of the signal curve was very
similar to the signal including only marrow for TE >2 ms.
Consequently, the difference between the fitted curves,
including either only marrow or including bone and mar-
row, was small. For TE <1 ms, the additional signal of
bone resulted in a higher signal amplitude compared to
the marrow-only signal decay curve. In the area between
1 ms and 2 ms, the fit resulted in an overestimation of the
simulated signal.

3.2 Phantom measurements

The signal decay curves in the water phantom using
the multi-TE UTE acquisition strategy showed a
mono-exponential decay of the magnitude (Figure 3C)
and a linear decrease of the phase (Figure 3D) when the
random acquisition scheme was used. In comparison, the
signal decay curve acquired with a sequential ordered,
suffered from eddy current artifacts. Specifically, the mag-
nitude showed signal fluctuations and a non-exponential
decay behavior. The PDFF evaluation using the multi-TE
UTE acquisition in comparison with a conventional Carte-
sian CSE-MRI acquisition showed a good agreement. Both
PDFFs, acquired with the UTE acquisition and with the
Cartesian acquisition, deviated slightly from the actual

PDFF values of 0%, 5%, 15%, and 100%. The PDFF val-
ues measured with the cartesian multi-echo sequence
were 1.3%, 6.7%, 16.3%, and 100%, respectively. The PDFF
values measured with the multi-TE UTE sequence were
−3.1%, 3.7%, 16.1%, and 98.1%. For the Cartesian acquisi-
tion, the mean absolute error was 1.1% and for the UTE
acquisition 1.9%.

3.3 Multi-TE UTE in vivo
measurements

To compare the signal decay at short TEs for different
BV/TV ratios in vivo, a multi-TE UTE scan was performed
in a healthy volunteer’s ankle (Figure 4). The mean sig-
nal decay is shown for four selected regions of interest
(ROIs). A Cartesian high-resolution bSSFP scan is shown
as a reference and as an indicator for bone density. In the
bSSFP scan, trabecular bone is only visible indirectly as
the bone marrow presents strong MR signal and trabec-
ular density is indicated by denser black signal drop out
regions like in the subtalar. In regions with fewer trabec-
ulae, bone marrow fills more volume and, consequently,
MR signal is brighter as observed in the tuber calcanei.
ROI 1 was placed within the cavum calcanei and showed
a higher signal intensity in the bSSFP scan, higher fat
content, compared to the other ROIs. ROI 2 was placed
in the subtalar and showed the lowest signal intensity,
higher BV/TV, compared to the other ROIs. The remaining
ROIs (ROIs 3 and 4) were placed in the tuber calcanei and
showed a higher signal intensity than ROI 1 and a lower
signal intensity than ROI 4. In ROI 1, lower BV/TV ratios,
the difference between the 7TEs fit and the 5TEs fit was
small. For increasing BV/TV ratio, ROI 3 and 4, the differ-
ence at lower TEs increased as well. The largest difference
was observed for ROI 2 with the largest BV/TV ratio. A
voxel-wise comparison of the difference between the fits
including all seven TEs or only the last five TEs is shown in
Figure 5 by subtracting the two PDFF maps and the two R∗2
maps. The R∗2 difference maps showed a larger difference
of 20% in R∗2 values for regions with higher bone densities
such as the subtalar. The PDFF difference maps showed a
small difference (5%) within the subtalar. Similar results
were obtained in a healthy volunteer’s knee (Figure 6),
where the R∗2 differed in areas with higher bone density
between fits over all TEs and fits over later TEs.

3.4 Cartesian multi-GRE in vivo
measurements

Figure 7 shows a comparison of R∗2 maps obtained with
a Cartesian multi-GRE scan in the calcaneus of three
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F I G U R E 4 Signal decay curves of a multi-TE UTE acquisition
of the calcaneus. The signal decay is shown for selected regions of
the calcaneus (top). A Cartesian high-resolution bSSFP scan is
shown as a reference and as an indicator for bone density. The
crosses represent the measurement points included in the seven TEs
fit and the blank dots represent the measurement points that were
included in the five TEs fit. Solid lines show the signal fitted with all
TEs, dotted lines show the fitting with the latest five TEs. The cavum
calcanei (ROI 1) has a high fat content and low trabecularization and
minor differences using different TE regimes were visible. In ROI 2,
a region with high trabecularization, signal deviation at the first TE
compared to the fitted curve based on later TEs was observed. In the
tuber calcanei (ROI 3, 4), characterized by lower fat content but also
less trabecularized bone, signal deviations were visible

healthy volunteers. The R∗2 maps including TE1-TE6,
showed lower R∗2 values in regions with a higher BV/TV.
Excluding the first echo (TE2-6) increased the R∗2 in areas
with a high BV/TV. Supporting Information Figure S1,
which is available online, shows the comparison of R∗2
maps when the processing included either TE2-6 or TE2-7.
The difference maps using TE2-6 and TE2-7 showed no
significant change in areas with high BV/TV.

To evaluate R∗2 and PDFF quantification errors in a clin-
ical routine scan, Cartesian multi-GRE spine scans were

F I G U R E 5 Multi-TE UTE acquisition results. Top image
shows a Cartesian high resolution bSSFP scan of the ankle in a
healthy volunteer. The PDFF and R∗2 maps originate from a 3D UTE
stack-of-stars acquisition processed with either all available seven
TEs (TE1-7) or processed with only the later five TEs (TE3-7). The
white arrow highlights a region with higher bone density. In this
high BV/TV region, R∗2 obtained with TE3-7 was larger than R∗2
obtained with TE1-7. The difference in PDFF was smaller compared
to R∗2 difference and the PDFF difference was ∼4% in the region
with high BV/TV area

performed in three patients. Two patients suffered from
metastasized cancer and showed osteoblastic changes in
the spine (Figure 8 and Supporting Information Figure S2),
resulting in increased bone density within the vertebral
bodies. The acquired CT images showed typical osteoblas-
tic lesions within multiple vertebral bodies. Due to the
replacement of fatty marrow with calcified tissue, the aver-
age signal over echoes S showed low signal in the vertebral
bodies. The signal decreased toward the anterior part as
the subject was scanned without an anterior coil. The
PDFF and the R∗2 map indicated pathological changes by
presenting significantly reduced PDFF and increased R∗2
values. Supporting Information Figure S2 shows the mean
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F I G U R E 6 Multi-TE UTE acquisition results. Top image
shows a Cartesian high resolution bSSFP scan of a healthy
volunteer’s knee. Multi-TE 3D UTE acquisition was performed to
obtain PDFF and R∗2 maps which were processed with either all
available seven TEs (TE1-7) or processed with only the later five TEs
(TE3-7). In the difference maps areas with higher bone density
showed higher differences of R∗2 values (indicated with white arrow)

signal decay in the specified ROIs. ROI L3, L4, and L5 had
lower bone density, which was indicated by a higher sig-
nal amplitude at the first TE. There, the fit evaluated with
the last five TEs was able to predict the first measurement
point at TE = 1.12 ms. Regions with high trabeculariza-
tion, T12 and L2, showed higher deviations of the signal
at the first TE compared to the fit obtained from the
last five TEs. The R∗2 difference maps (Figure 8) showed
large differences in R∗2 and PDFF values within vertebrae

with higher BV/TV ratios (subjects 2 and 3). Specifically,
the R∗2 difference maps show an underestimation of R∗2
including all TEs compared to R2 determined by includ-
ing only the last five TEs. For comparison, a patient with a
PDFF in the healthy range and no calcified tissue changes
is shown (subject 1). The BV/TV ratio was small com-
pared to subjects 2 and 3, and the difference in R∗2 was
neglectable.

4 DISCUSSION

In this work, we addressed the feasibility of UTE imag-
ing to measure the influence of local field inhomogeneities
on the signal of trabecularized bone marrow at short
TEs. Modern CSE-MRI relies on a water-fat model with
a single exponential R∗2 decay aiming at the simultaneous
extraction of R∗2 and PDFF. We showed that using such a
water-fat model with a single exponential R∗2 decay results
in R∗2 and PDFF bias in the static dephasing regime. The
bias relates to a deviation of the signal decay from an expo-
nential decay at short TEs. The signal decay at short TEs is
Gaussian rather than exponential, and the deviation from
the exponential decay increases in regions with higher tra-
becular bone density. Therefore, R∗2 can be underestimated
when using short TEs in multi-echo GRE acquisitions of
trabecularized bone marrow processed with a water-fat
model with a single R∗2 decay, especially in regions with
high bone density.

The present work relies on the characterization of the
influence of local field inhomogeneities on the signal of
trabecularized bone marrow using both simulations and in
vivo UTE measurements. First, realistic simulations with
masks generated from real trabecular bone structures were
performed. The simulations showed that the deviation of
the signal from the exponential signal decay was more
prominent for a higher BV/TV ratio, which is in accor-
dance with previous theoretical descriptions.18,19 Second,
UTE multi-TE measurements in the calcaneus and the
knee reproduced in vivo the simulation-based predicted
behavior. In areas with a higher BV/TV ratio, the differ-
ence between Gaussian and exponential decay was larger.
The UTE multi-TE essentially enabled the experimental in
vivo verification of the above result previously described
primarily in theory and simulations.17–19 Finally, the influ-
ence of a Gaussian decay on R∗2 and PDFF mapping was
investigated in Cartesian scans for bone marrow CSE-MRI
at 3T. We showed that the occurrence of the Gaussian
decay in the presence of field inhomogeneities induces
an R∗2 underestimation in trabecularized bone marrow
regions when using CSE-based water fat separation with a
single exponential R∗2 decay with a short TE. If a TE longer
than 2 ms is used at 3T, we did not observe quantification
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F I G U R E 7 Cartesian Dixon MR images and Cartesian high resolution bSSFP calcaneus scan images of three healthy volunteers. R∗2
maps were processed including the first echo TE1-6 or excluding the first echo TE2-6. The white arrows highlight areas with high BV/TV and
larger R∗2 differences

errors, but if shorter TEs were used the static dephas-
ing regime effect should be considered. When decreasing
the minimum TE, the PDFF quantification errors were in
general smaller than the R∗2 quantification errors. Conse-
quently, from the results included in this study, we rec-
ommend a minimum first TE of 2 ms at 3T for CSE-MRI
of trabecularized bone marrow especially in regions with
high BV/TV. However, the critical time where Gaussian
decay effects become significant needs further investiga-
tion for various anatomies and various scans that are used
in the clinical routine or research setting.

The present UTE measurements were based on a
multi-TE UTE acquisition employing a special sampling
scheme. Specifically, each spoke was acquired multiple
times where the TE was shifted in a random order to pre-
vent the influence of eddy currents. A similar acquisition
scheme has already been proposed for applications in the
brain to study ultrashort T2 components.32 To the best of
the authors’ knowledge, the acquisition scheme has not
yet been used and evaluated outside the brain. The present
work uses the multi-UTE acquisition to experimentally
verify the occurrence of the Gaussian signal decay in tra-
becularized bone marrow at short TEs. Such multi-UTE

acquisitions are associated with prolonged acquisition
times, which might be difficult to adopt even in a research
setting. However, the presented UTE results have two
important implications. First, when using CSE-MRI to
assess trabecularized bone marrow by performing simul-
taneous water-fat separation and R∗2 quantification with
a water-fat model with a single exponential R∗2 decay, the
minimum TE should be carefully selected such that the
signal decay is exponential for the entire range of sampled
TEs. Note, that the commonly used single exponential R∗2
decay signal model poorly describes the signal behavior
at short TEs. Thus, each water-fat separation method41–44

that relies on a single R∗2 exponential decay model under-
estimates R∗2 in areas with a distribution of local field
inhomogeneities. Second, if the UTE signal of the trabec-
ular bone matrix is of primary interest, the results suggest
that UTE acquisitions combining fat and/or water sup-
pression should be preferred, as described previously in.45

At short TEs, the signal of the bone matrix becomes more
significant, but the extraction of the bone matrix signal
can be complicated further by the Gaussian decay of the
bone marrow signal at short TEs, in the absence of fat
suppression. However, additional work would be required
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F I G U R E 8 Cartesian Dixon MR images and CT images of the thoracolumbar spine of three patients (subject 1 suffered from a
degenerative spine disease; subject 2 and subject 3 showed osteoblastic bone metastases. S shows the averaged signal over all echoes of the
Cartesian multi-echo scan. Subject 1 showed a PDFF in the healthy range. In the patients with osteoblastic bone metastases, the fat fraction
indicated pathological changes by showing significantly reduced fat fraction. The PDFF maps were obtained by including all TEs (TE1-6). The
R∗2 difference maps showed an underestimation of R∗2 including all six TEs (TE = 1.12 ms – 6.88 ms) compared to R∗2 determined by including
only the last five TEs (TE = 2.08 ms – 6.88 ms). In subject 1, with PDFF values in the healthy range, the difference in R∗2 was neglectable. For
subjects 1 and 2, a significant difference in R∗2 was visible in vertebrae with low PDFF and strong osteoblastic bone changes, meaning high
BV/TV ratios

to investigate the impact of fat suppression on the signal
decay at short TEs using either conventional fat saturation
and selective water excitation techniques or recently pro-
posed simultaneous fat-water excitation techniques.46,47

The single R∗2 signal model used for data
post-processing was based on a model frequently used
in the literature,1 but this model relies on several
simplifications such as no T1 bias correction and no
multi-exponential R∗2-decay effects. T1 bias has been most
commonly minimized by the selection of a small flip
angle.38,39 R∗2 can in general be different between the water
and fat components. A dual R∗2 fitting can improve accu-
racy in fat fraction estimation, but it reduces the precision

in fat quantification. Therefore, models with a single R∗2
fitting have been used48,49 and good agreement has been
reported in vivo between MRS-based and image-based
PDFF.48,50

While the present study shows potential R∗2 and PDFF
quantification errors with a water-fat model with a sin-
gle exponential R∗2 decay in trabecularized bone marrow, it
has relevant limitations. First, since bone contains roughly
30% free water protons and has a very short T∗2 , an increase
in bone density also means a decrease in SNR. Due to the
lower SNR, the relative error of the fit increases. Second,
the influence of the local field distribution on the signal
decay at short TE was small. The Gaussian decay effect
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was visible only in areas where the BV/TV ratio drastically
changed. Third, in red bone marrow regions, the signal
decay can be further complicated. Red bone marrow is
composed of both hematopoietic cells and fat cell.1 The sig-
nal of each chemical component, such as water, lipids and
proteins, decays with a different R∗2

50 and the assumption
of a single R∗2 signal model might fail. Fourth, neither fat
deblurring nor T∗2 deblurring was performed in this study,
which could further improve image quality especially for
the scans with higher resolution.51 However, while image
quality and resolution improve with deblurring methods,
the ROI-based analysis should not be affected. Fifth, in
this study two clinical scans were included which showed
osteoblastic bone metastases. Additional subjects would be
required to investigate further the exact range of quantifi-
cation errors for various clinically relevant scans. Further-
more, additional work would be required to investigate the
critical time and a signal model that describes the signal
decay at short and long TEs in the presence of strong local
field inhomogeneities.

5 CONCLUSIONS

We showed with the help of simulations and UTE mea-
surements that due to a distribution of local field inho-
mogeneities in trabecularized bone marrow regions R∗2 is
underestimated when using a water-fat model with an
exponential R∗2 decay model at short TEs. The bias relates
to a Gaussian signal decay instead of an exponential decay
at short TEs. R∗2 can be underestimated when using short
TEs, shorter than 2 ms at 3 T, in multi-echo GRE acquisi-
tions of trabecularized bone marrow, especially in regions
with high bone density.
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Figure S1 The same Dixon MR images and Cartesian high
resolution bSSFP calcaneus scan as shown in Figure 7.
R2

* maps were processed using either 6 or 7 echoes. In
both cases the first echo was excluded. In areas with high
BV/TV (white arrows) no significant R2

* differences were
observed.

Figure S2 CT and Cartesian Dixon MR images of the
thoracolumbar spine of a patient with osteoblastic bone
metastases. The fat fraction and the R2

* map indicate
pathological changes by showing significantly reduced fat
fraction and elevated R2

*-values, respectively. In the right
column signal decay curves for regions within specific ver-
tebrae are shown. The fit including all 6 TEs (TE = 1.12
ms – 6.88 ms ) deviated from the fit based on the last 5 TEs
(TE= 2.08 ms – 6.88 ms). The deviation was largest for the
first measurement point at TE = 1.12 ms and in regions
with high trabecularization (T12 and L2).
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