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Abstract: Obesity is a complex disease highly related to diet and lifestyle and is associated with low
amount of thermogenic adipocytes. Therapeutics that regulate brown adipocyte recruitment and
activity represent interesting strategies to fight overweight and associated comorbidities. Recent
studies suggest a role for several fatty acids and their metabolites, called lipokines, in the control
of thermogenesis. The purpose of this work was to analyze the role of several lipokines in the
control of brown/brite adipocyte formation. We used a validated human adipocyte model, human
multipotent adipose-derived stem cell model (hMADS). In the absence of rosiglitazone, hMADS
cells differentiate into white adipocytes, but convert into brite adipocytes upon rosiglitazone or
prostacyclin 2 (PGI2) treatment. Gene expression was quantified using RT-qPCR and protein levels
were assessed by Western blotting. We show here that lipokines such as 12,13-diHOME, 12-HEPE,
15dPGJ2 and 15dPGJ3 were not able to induce browning of white hMADS adipocytes. However, both
fatty acid esters of hydroxy fatty acids (FAHFAs), 9-PAHPA and 9-PAHSA potentiated brown key
marker UCP1 mRNA levels. Interestingly, CTA2, the stable analog of thromboxane A2 (TXA2), but
not its inactive metabolite TXB2, inhibited the rosiglitazone and PGI2-induced browning of hMADS
adipocytes. These results pinpoint TXA2 as a lipokine inhibiting brown adipocyte formation that
is antagonized by PGI2. Our data open new horizons in the development of potential therapies
based on the control of thromboxane A2/prostacyclin balance to combat obesity and associated
metabolic disorders.

Keywords: brown adipocyte; white adipocyte; conversion; PGI2; TXA2; FAHFA; 15dPGJ2; 15dPGJ3

1. Introduction

The increasing prevalence of overweight and obesity has reached “epidemic” propor-
tions with over two billion people overweight (BMI > 25 kg/m2) and at least 650 million of
them clinically obese (BMI > 30 kg/m2) [1]. Obesity represents a risk factor for hypertension,
type 2 diabetes and cardiovascular diseases. This increase in body weight, accompanied
by an increase in the mass of adipose tissue, results from an imbalance between energy
intake and energy expenditure. So far, pharmacological remedies or lifestyle interventions
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normalizing this imbalance with significant long-term success are not efficient; for morbidly
obese patients, no effective treatment other than bariatric surgery is available.

The adipose organ, composed of white (WAT) and brown adipose tissue (BAT), plays a
central role in the control of energy homeostasis [2–4]. In contrast to WAT, BAT is specialized
in adaptive thermogenesis in which the uncoupling protein 1 (UCP1) plays a key role [5,6].
It is well established that active brown and brite (or beige) adipocytes are present in healthy
adults and hold great promise as a novel antiobesity strategy in humans [7–12]. Cold
exposure is the most potent physiologic stimulus of BAT thermogenesis that results in
increased energy expenditure in mice and humans. Several compounds have been reported
to promote brite adipogenesis or white to brite conversion [13–16].

A number of lipids are known to play key roles in cell signaling, homeostasis and
disease. They are substrates and products of enzymes constituting metabolic pathways.
Lipids derive directly from diet or de novo synthesis from precursors and their metabolism
is under the control of environmental and genetic variation. Besides serving as fuel source
for heat generation, certain lipids called lipokines might play a crucial role in controlling
the differentiation and activation of thermogenic adipocytes [14,15,17]. Interestingly, 12,13-
diHOME and 12-HEPE have recently been described to be strongly correlated with BAT
activity [18–20]. Prostaglandins and prostacyclins, as well as the recently discovered family
of fatty acid esters of hydroxy fatty acids (FAHFAs), also represent potential effectors
of white into brown adipose tissue conversion and are of particular interest since their
bioavailability can be modulated by nutrition [21,22]. Furthermore, arachidonic acid
metabolites, such as thromboxane, modulate adipocyte differentiation [23,24]; however,
their involvement in the control brown adipocytes formation and function remains to
be elucidated.

In the present study, we analyzed the involvement of fatty acid metabolites towards
brite adipocyte formation and function. To this end, we took advantage of a unique human
cell model, namely the human multipotent adipose-derived stem [25,26] cells, which can
undergo adipocyte differentiation process and convert into functional brite thermogenic
adipocytes upon stimulation with rosiglitazone, a potent PPARγ agonist [26–28]. This trans-
differentiation of white into brown adipocytes is characterized by a metabolic reprogramming
and morphological modifications [26–28]. We tested various compounds either selected
from the literature (FAHFAs, prostaglandins and metabolites) or identified in our previous
correlative study ([29] and unpublished data). Most of the compounds tested were not efficient
in the control of brite adipocyte formation, except two FAHFAs, which modestly potentiated
rosiglitazone-induced browning. However, we discovered an antagonism of thromboxane A2
and PGI2 in the control of white adipocyte browning.

2. Materials and Methods
2.1. Reagents

Cell culture media, insulin and trypsin buffers were purchased from Invitrogen, fetal
bovine serum was purchased from Eurobio (Les Ulis, France), hFGF2 was purchased from
Peprotech (Neuilly Sur Seine, France) and other reagents were purchased from Sigma-
Aldrich Chimie (Saint-Quentin Fallavier, France). All tested bioactive fatty acid compounds
were purchased from Cayman. 15-deoxy-Delta(12,14)-prostaglandin J3 was synthetized
from PGD3 as previously described [30]. FAHFAs were synthetized, as previously de-
scribed [31], or purchased from Cayman (Montigny-le-Bretonneux, France). All com-
pounds were dissolved in DMSO, purged with argon as recommended by manufacturers
and checked by MS/MS before their use in culture.

2.2. Cell Culture

The establishment and characterization of hMADS cells (human multipotent adipose-
derived stem) have previously been described [25,32]. Cells were seeded at a density of
5000 cells/cm2 in Dulbecco’s Modified Eagle’s Medium (DMEM) supplemented with 10%
FBS, 15 mM Hepes, 2.5 ng/mL hFGF2, 60 mg/mL penicillin and 50 mg/mL streptomycin.
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hFGF2 was removed when cells reached confluence. Cells were induced to differentiate in
a serum-free medium at day 2 post-confluence (designated as day 0) in DMEM/Ham’s F12
(1:1) media, supplemented with 10 µg/mL transferrin, 10 nM insulin, 0.2 nM triiodothy-
ronine, 1 µM dexamethasone and 500 µM isobutyl-methylxanthine for 4 days. Cells were
treated between day 2 and 9 with 100 nM rosiglitazone (a PPARγ agonist), to enable white
adipocyte differentiation. At day 14, conversion of white to brite adipocytes was induced
by rosiglitazone or the indicated compound for 4 days. Media were changed every other
day and cells were used at the indicated days. Fatty acid metabolites were added to culture
media in the presence of 5 µM bovine serum albumin.

2.3. Adiponectin Levels

hMADS cells were differentiated into white adipocytes and induced to convert into
brite adipocytes in the absence or presence of 15Delta-PGJ2 and 15Delta-PGJ3. Media were
collected 6 h after the last medium change, centrifuged and frozen at −80 ◦C. Adiponectin
levels were measured in media using an ELISA kit as per the manufacturer’s instructions
(Invitrogen, Cergy Pontoise, France.

2.4. Isolation and Analysis of RNA

These procedures followed MIQE standard recommendations and were conducted as
previously described [33]. The oligonucleotide sequences, designed using Primer Express
software, are shown in Table S1. Quantitative PCRs (qPCRs) were performed using SYBR
qPCR premix Ex TaqII from Takara (Ozyme, Saint Cyr L’Ecole, France) and assays were
run on a StepOne Plus ABI real-time PCR machine (Perkin Elmer Life and Analytical
Sciences, Boston, MA, USA). The expression of selected genes was normalized to that of
36B4 housekeeping gene and then quantified using the comparative-∆Ct method.

2.5. Western Blot Analysis

Proteins were extracted from cells or tissues as previously described [34]. Equal
amounts of cellular proteins, 30 to 50 µg, were separated by electrophoresis using gradient
gels (4–15%) and blotted onto PVDF membranes. Following blocking, membranes were
incubated. Primary antibody incubation was performed overnight at 4 ◦C (anti-UCP1,
Abcam #ab10983, dilution 1:1000; anti-TBP, CST #D5C9H, dilution 1:1000). Primary anti-
bodies were detected with HRP-conjugated anti-rabbit or anti-mouse immunoglobulins
(Promega, Charbonniere Les Bains, France). Detection was performed using Immobilon
Western Chemiluminescent HRP Substrate (Merk-Millipore, Fontenay Sous Bois, France).
Chemiluminescence obtained after adding Pierce ECL Western blotting substrate (Thermo
Scientific, Asnièrse sur Seine, France) was detected using an Amersham Imager 600 and
quantified with Image Lab 5.0 software (Bio-Rad, Marnes-la-Coquette, France).

2.6. Statistical Analyses

Data are expressed as mean values ± SEM and were analyzed using InStat software
(GraphPad Prism version 8.3.0 for Windows, GraphPad Software, San Diego, CA, USA).
Data were analyzed by Student’s t-test or one-way ANOVA followed by a Dunett’s multiple
comparisons test or two-way ANOVA followed by Tukey’s multiple comparisons test.
Differences were considered statistically significant when p < 0.05.

3. Results
3.1. 9-PAHSA and 9-PAHPA Effects on Browning of White hMADS Adipocytes

Lipidomic analysis of adipose tissues revealed the existence of a novel class of
branched fatty acid esters of hydroxy fatty acids (FAHFAs) that are endowed with anti-
inflammatory and anti-diabetic properties [21,35–37]. We aimed to test the effects of the
most characterized FAHFAs in the process of white adipocyte browning. We investigated
the effect of 10 different FAHFA compounds using hMADS cell model, using various
amounts of FAHFA (between 0 to 10 µM).
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Cells were induced to differentiate into white adipocytes for 14 days and then induced
to convert into brite adipocytes for 4 days in the presence of rosiglitazone. The effect of
different FAHFAs on brite adipocyte formation in the absence (white) or presence (brite) of
rosiglitazone was assessed by gene expression analysis of thermogenic (UCP1, Figure 1,
left panel) and adipogenic (FABP4, Figure 1, right panel) markers.
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Figure 1. Effects of FAHFA on UCP1 mRNA expression. White hMADS adipocytes (blue columns)
were converted (from day 14 to day 18) into brite adipocytes (red columns) using the PPARγ agonist
rosiglitazone in the absence (empty) or the presence of 1, 3 or 10 µM (shades) 9-PAHSA, 9-PAHPA
and 5(R)-PAHSA. mRNA levels of UCP1 and FABP4 markers were measured. Histograms display
mean ± SEM of three to five independent experiments; statistics were conducted through a one-
way ANOVA with Dunett’s multiple comparisons test, where p < 0.05 was considered significant:
###: p < 0.001, white vs. brite adipocyte; *: p < 0.05, treated vs. untreated white or brite adipocytes.

Palmitic acid 9-hydroxypalmitic acid (9-PAHPA) and palmitic acid 9-hydroxystearic
acid (9-PAHSA) treatment showed no increase in UCP1 mRNA levels in white adipocytes,
but 1 µM of 9-PAHPA induced a slight increase in UCP1 expression in the presence of
rosiglitazone. A slight increase was also obtained in FABP4 mRNA expression with 1 µM
of 9-PAHSA; 9-PAHPA induced a decrease in white adipocytes.

Palmitic acid 5-hydroxystearic acid (5(R)-PAHSA) treatment also showed no effect
on UCP1 mRNA levels in white or brite adipocytes (Figure 1, left panel). However, it
induced a slight significant decrease in the levels of adipogenic marker FABP4 (Figure 1,
right panel).

Other FAHFAs, such as 7-PAHSA, 5-PAHPA, 5-OAHPA and 9-OAHPA, showed no
effect on UCP1 and FABP4 mRNA levels in white and brite adipocytes (data not shown).

3.2. Effects of Prostaglandins and Their Derivatives on Browning of White Adipocytes

We and others have shown that prostacyclin 2 (PGI2), through the use of a stable compound
carbaprostacyclin (cPGI2), induced brown adipocyte formation and function [38–40]. Herein, we
aimed to test whether the polyunsaturated fatty acids, including omega-6 and omega-3-derived
prostanoids (PGI2 and PGI3) and their metabolites ((15-deoxy-delta 12,14-PGJ2 (15dPGJ2) and
15-deoxy-delta 12,14-PGJ3 (15dPGJ3)) affected the browning process of white adipocytes.

White hMADS adipocytes obtained after 14 days of culture as described above, were
treated with PGI3, 15dPGJ2 or 15dPGJ3 from day 14 to day 18. Treatments with cPGI2 or
100 nM rosiglitazone were used as positive controls. UCP1 mRNA levels were analyzed at
day 18 as a marker of brite adipocyte conversion. In agreement with previous reports [38],
UCP1 gene expression increased in cPGI2-treated cells compared to untreated cells in a
dose-dependent manner, though less efficiently than 100 nM rosiglitazone (Figure 2, left
panel). PGI3 treatment had no effect on UCP1 gene expression. cPGI2 and rosiglitazone
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also enhanced the expression of FABP4 as expected, whereas no effect was observed with
PGI3 (Figure 2, middle panel). Finally, PLIN1 a standard marker of adipogenesis was not
affected by any of these compounds (Figure 2, right panel).
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Figure 2. PGI3 does not induce thermogenic markers, unlike cPGI2. White hMADS adipocytes (blue
columns) were induced to convert (from day 14 to day 18) into brite adipocytes (red comumns) in the
presence of various amounts of PGI3, using cPGI2 and the PPARγ agonist rosiglitazone (Rosi 100 nM)
as positive controls. mRNA levels of UCP1, FABP4 and PLIN1 markers were measured. Histograms
display mean ± SEM of three to six independent experiments; statistics were conducted through a
one-way ANOVA with Dunett’s multiple comparisons test, where p < 0.05 was considered significant:
*: p < 0.05, ***: p < 0.001, treated vs. untreated; ##: p < 0.01, ###: p < 0.001, vs. 1 µM cPGI2 treatment.

Then, we tested whether 15dPGJ2 and 15dPGJ3, which were previously reported as
potential PPARγ ligands [30,41], were able to induce brite adipocyte formation. In contrast
to the strong effect of rosiglitazone, neither compound induced UCP1 gene expression
(Figure 3A). 15dPGJ2 and 15dPGJ3 showed a tendency toward a slight increase in FABP4
gene expression compared to the strong effect of rosiglitazone (Figure 3B). As expected,
adiponectin gene expression was increased by rosiglitazone; however, 15dPGJ3 has no
effect, and a slight but not significant effect of 15dPGJ2 (Figure 3D) was observed. Of
note, PLIN1 gene expression was not affected under any of these conditions (Figure 3C). In
parallel, we analyzed whether adiponectin secretion was affected. Brite adipocytes secreted
a higher amount of adiponectin compared with white adipocytes, but neither 15dPGJ2 nor
15dPGJ3 altered adiponectin secretion (Figure S1).

3.3. Effects of 12,13 di-HOME, 12-HEPE and 18-HEPE on Browning of White Adipocytes

In a previous study, we quantified a panel of 36 fatty acid metabolites in brown and
white adipose tissues of mice, in human brown and white adipose tissue biopsies and
in hMADS adipocytes in order to correlate their levels to UCP1 mRNA expression ([42]
and unpublished data). We aim to analyze the effects of some of these metabolites as well
as two compounds (12,13 di-HOME and 12-HEPE) recently identified to play a role in
thermogenesis [18–20].

We asked whether these fatty acid metabolites can affect the differentiation of brite
adipocytes. For this purpose, as described above, hMADS cells were first induced to
differentiate into white adipocytes for 14 days, before testing for the next 4 days the
potential of these metabolites either to induce the conversion into brite adipocytes or to
modulate the rosiglitazone-induced browning.

12,13 di-HOME (Figure 4A) and 12-HEPE (Figure 4B) did not induce UCP1 gene
expression (left panels) and did not interfere with rosiglitazone-induced effect (right panel).
Both compounds did not affect FABP4 and PLIN1 mRNA levels (Figure 4A,B).
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Among the identified compounds were 18-HEPE, 9/13-HODE and 5/12/15-HETE. We
observed no effect with these compounds on the expression of white and brite adipocytes
markers, as shown for example in 18-HEPE (Figure 4C and data not shown).

3.4. Effects of Thromboxane A2 on Browning of White Adipocytes

In a previous study, we analyzed the levels of a set of eicosanoids (36 compounds)
in plasma and adipose tissues [29,34]. Among these fatty acid metabolites, thromboxane
B2 (TXB2), which reflects the active compound thromboxane A2 (TXA2), was negatively
associated with UCP1 expression in murine WAT and BAT [29,34]. We aimed to further
analyze its effects on a cellular model. Since TXA2 is rapidly degraded into TXB2, we used
its stable analogue, the carbocyclic thromboxane A2 (CTA2). As shown in Figure 5A, CTA2
induced a significant slight increase in the expression of UCP1 mRNA in white adipocytes
(3.2 fold increase), whereas UCP1 protein levels were not affected (Figure 5B). However, it
significantly inhibited the rosiglitazone-induced UCP1 gene expression. CPT1M, FABP4
and PLIN1 mRNA levels, other thermogenic and adipogenic markers, were not affected by
CTA2 treatment in either white or brite adipocytes. TXB2, which represents the inactive
product of TXA2, did not affect UCP1 gene expression in white and brite adipocytes
(Figure S2). In gene expression data, UCP1 protein level consistently decreased with CTA2
treatment (Figure 5B) in brite hMADS adipocytes with an optimal inhibitory effect of 1 µM
of CTA2, whereas no effect was observed with TXB2 treatment (Figure S2).
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Figure 4. Effects of 12,13 diHOME, 12-HEPE and 18-HEPE on UCP1 mRNA expression. White
hMADS adipocytes (blue columns) were induced to convert (from day 14 to day 18) into brite
adipocytes (red columns) in the presence of various amounts of 12,13 diHOME (A), 12-HEPE (B) or
18-HEPE (C) in the absence (white) or the presence of 100 nM rosiglitazone (brite). UCP1, FABP4
and PLIN1 mRNA levels were measured. Histograms display mean ± SEM of three to nine inde-
pendent experiments; statistics were conducted through a two-way ANOVA with Tukey’s multiple
comparisons test, where p < 0.05 was considered significant: #: p < 0.05, white (blue) vs. brite
(red) adipocyte.

We aimed to know whether the TXA2 (CTA2) effects were specific to human cells. For
this purpose, we carried out similar experiments in mouse primary adipocytes. Stroma-
vascular fraction cells from subcutaneous white or brown (Figure S3) adipose tissues of
mice were induced to differentiate into brown adipocytes in the presence of rosiglitazone
for 7 days, and treated for the last 4 days with various amounts of CTA2. Rosiglitazone
treatment led to induction of UCP1 mRNA expression, which was significantly inhibited by
CTA2 treatment in a dose-dependent manner in both stroma-vascular fraction cells derived
from subcutaneous white and brown adipose tissues (Figure S3). The mRNA level of other
thermogenic markers FABP4 and CPT1M was not affected while PLIN1 mRNA expression
increased at the higher dose, 10 µM of CTA2.

Altogether, these results show that CTA2 inhibits the expression of the UCP1 gene in
human and mouse adipocytes.

During the inflammation process, TXA2 is reported to antagonize PGI2 effects in terms
of vasodilation and platelet aggregation [43]. In order to further characterize the effects of
TXA2, we aimed to know whether TXA2 antagonizes PGI2 effect to control the browning
process. As expected, cPGI2 (3 µM) increased mRNA expression of UCP1. cPGI2-induced
UCP1 mRNA expression decreased with CTA2 treatment in a dose-dependent manner
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(Figure 6, left panel). mRNA level of CPT1M was also significantly decreased with a higher
dose of CTA2 (10 µM), while FABP4 mRNA level was not affected (Figure 6, middle and
right panels).
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Figure 5. CTA2 inhibits UCP1 expression. White hMADS adipocytes (blue columns) were induced to
convert (from day 14 to day 18) into brite adipocytes (red columns) in the presence of various amounts
of CTA2 in the absence (white) or the presence of 100 nM rosiglitazone (brite). UCP1, CPT1M, PLIN1
and FABP4 mRNA levels were measured (A). 40 µg total protein extracts were analyzed by Western
blot (B). Histograms display mean ± SEM of three to four (A) or two (B) independent experiments;
statistics were conducted through a two-way ANOVA with Tukey’s multiple comparisons test, where
p < 0.05 was considered significant: #: p < 0.05, white vs. brite adipocyte; *: p < 0.05, **: p < 0.01,
***: p < 0.001, treated vs. untreated.
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Figure 6. CTA2 limits cPGI2-induced browning process of white hMADS adipocytes. White hMADS
adipocytes (blue columns) were induced to convert (from day 14 to day 18) into brite adipocytes
(orange columns) in the presence of 3 µM cPGI2 and in absence or presence of various amounts
of CTA2. mRNA levels of UCP1, FABP4 and CPT1M were measured. Histograms represent % of
mRNA level relative to control condition (3 µM cPGI2) and display mean ± SEM of three to six
independent experiments. Statistics were conducted through a one-way ANOVA with Dunett’s
multiple comparisons test, where p < 0.05 was considered significant: #: p < 0.05, white vs. brite
adipocyte, *: p < 0.05, **: p < 0.01, vs. 3 µM cPGI2 treated adipocytes.
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PGI2 and TXA2 exert their effects through membrane receptors PTGIR and TXA2R,
respectively [44,45]. Both receptors are expressed in hMADS adipocytes (Figure 7A,B) and
significantly reduced in the presence of 100 nM rosiglitazone. The addition of cPGI2 tends
to reduce mRNA levels of PTGIR, mimicking the effects of rosiglitazone.
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Figure 7. CTA2 effects are partially mediated through its receptor. White hMADS adipocytes (blue
columns) were induced to convert (from day 14 to day 18) into brite adipocytes in the presence of
cPGI2 (orange columns) or rosiglitazone (red columns), and supplemented or not with 3 µM CTA2,
or 10 nM TXA2 receptor antagonist L655,240, as indicated. mRNA levels of PTGIR (cPGI2 receptor)
(A), TXA2R (CTA2 receptor) (B) and UCP1 (C,D) were analyzed. Histograms display mean ± SEM of
three to eight independent experiments. Statistics were conducted through a one-way ANOVA with
Dunett’s multiple comparisons test, where p < 0.05 was considered significant: *: p < 0.05, treated vs.
untreated, #: p < 0.05, Control vs. rosiglitazone (100 nM), §: p < 0.05, Control vs. cPGI2 (3 µM).

To further study TXA2R’s role in CTA2 inhibitory effect, we used a specific receptor
antagonist (L655,240) in the presence of rosiglitazone (Figure 7C) or cPGI2 (Figure 7D). The
results showed that inhibition of UCP1 mRNA expression by CTA2 was partially reversed
in the presence of L655,240, suggesting the involvement of other pathways in CTA2 effects.

4. Discussion

Obesity has become pandemic and the need to restore the energy balance has led to
development of new therapeutic strategies. Formation and activation of brown adipose
tissue represent a potential target that is being widely studied. Lipokines have been shown
to regulate thermogenesis through increased energy expenditure and improved systemic
metabolism and may constitute potential therapeutic targets [17,46]. Metabolites of ω6
and ω3 polyunsaturated fatty acids represent signaling molecules involved in the control
of adipogenesis, energy balance and for some in the activation and recruitment of brown
adipocytes in mice and humans [22]. In a previous study, we analyzed the association
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between UCP1 mRNA expression and a panel of fatty acid metabolites upon hMADS
cell treatment and nutritional manipulation using mice, where few compounds correlated
negatively or positively [29,34,42,47].

In this study, using a human cell model, we analyzed the effects of various fatty
acid metabolites on the formation of brown/brite adipocytes reported in our previous
work and from the literature [20,21,29,34,42,48]. Fatty acid esters of hydroxy fatty acids
(FAHFAs) have been discovered as a novel class of endogenous mammalian lipids having
anti-inflammatory and antidiabetic effects [49–51]. None of the FAHFAs used in this
study were able to induce any conversion of white to brite adipocytes, contrasting with
previous data showing that 9-PAHSA promotes browning of white 3T3-L1 adipocytes
and in vivo using wild type and ob/ob mice [36]. Since FAHFAs act through GPR120,
this discrepancy might be explained by a difference between human and mouse models,
although hMADS cells express this receptor (data not shown). Nevertheless, 9-PAHPA
significantly potentiated UCP1 mRNA levels in rosiglitazone-induced brite adipocytes.
This observation is consistent with recent in vivo studies showing that 9-PAHPA long-term
intake by mice improves basal metabolism and insulin-sensitivity in healthy and diet-
induced obesity mice [36,37,52]. Prostaglandins play an important role in the control of
adipogenesis and thermogenesis [17,45]. Our data show that PGI3, derived from the EPA
ω3 polyunsaturated fatty acid, is inefficient to induce UCP1 gene expression, in contrast
to prostacyclin (PGI2) derived from the ARA ω6 polyunsaturated fatty acid. Previous
studies displaying similar anti-aggregatory effects of PGI3 and PGI2 on human and rabbit
platelets have been reported, suggesting that these compounds can exert either similar
or different effects [53]. These discrepancies might be explained by the use of stabilized
analog of PGI2 and cPGI2, and not for PGI3. They could also be due to a different model
(adipocytes versus platelet), which could express higher levels of IP receptors and/or more
efficient signal transduction. Other EPA ω3 prostanoid intermediates, PGD3 and PGJ3
(data not shown), were also not efficient in inducing the expression of thermogenic markers
in hMADS white adipocytes.

We further analyzed the effects of metabolites previously reported to act as endogenous
natural ligands of PPARγ, the master transcriptional regulator of adipogenesis [41,54]. The
PGJ2 and PGJ3 metabolites, 15-deoxy-delta 12,14-PGJ2 and 15-deoxy-delta 12,14-PGJ3,
respectively, were inefficient to induce any browning of white hMADS adipocytes. 15-
deoxy-delta 12,14-PGJ3 did not induce adiponectin secretion in contrast to what was
reported in a mouse cell model [30]. Further studies are necessary to clarify the role of
15-deoxy-delta 12,14-PGJ3 in adipogenesis as few experiments are reported. In the absence
of effects of these prostaglandins and their derivatives on UCP1 expression, it remains
important to analyze other physiological processes such as lipolysis, oxygen consumption
or glucose transport.

Among other oxylipins, 12,13-diHOME, 12-HEPE and 18-HEPE failed to induce
browning process of white adipocytes. However, thromboxane A2 (TXA2) inhibited the
rosiglitazone-induced expression of UCP1 mRNA and protein. We found that levels of
thromboxane B2 (TXB2), an inactive metabolite of TXA2, are negatively associated with
UCP1 expression in our previous study ([29] and unpublished data). TXA2 is a chemi-
cally unstable lipid mediator involved in several pathophysiologic processes. In human
platelets, TXA2 is the major arachidonic acid derivative found via the cyclooxygenase
(COX1) pathway. Assessment of TXA2 biosynthesis can be performed through measure-
ment of serum TXB2 [55]. The use of CTA2, a stable analogue of TXA2, allowed us to
show that TXA2 plays an anti-browning effect, probably favoring whitening of brown
adipocytes. TXA2 exerted its effects through thromboxane A2 receptor (TXA2R), which
is expressed in hMADS adipocytes. Of note, PTGIR (PGI2 receptor) and TXA2R (TXA2
receptor) are expressed by white and brite adipocytes and the inhibitory effects of CTA2
were partially reversed in the presence of a selective TXA2R antagonist. These results imply
that inhibitory effects of TXA2 are controled by several pathways, which might be related
to the previously described PGI2 indirect effect on thermogenic phenotype acquisition
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through its receptor and direct PPARγ activation [38]. Thromboxane A2 is an arachidonate
metabolite that is a potent stimulator of platelet aggregation, a constrictor of vascular and
respiratory smooth muscles and is considered a mediator in diseases such as myocardial
infarction, stroke and bronchial asthma [43]. It has been reported that TXA2 modulates
peripheral tissue insulin sensitivity and adipose tissue fibrosis [56], which could explain
the loss of thermogenic phenotype in our human cell model. Furthermore, it has been
shown that TXB2 (reflecting TXA2) circulating levels were higher in obese compared to
lean patients [57]. COX catalyzes the first step in the conversion of arachidonic acid into
prostanoids, which includes prostacyclin (PGI2) and TXA2 that have opposite effects on
cAMP signaling in platelets, vasomotor regulation, blood pressure and platelet aggrega-
tion. PGI2 increases cAMP, vasodilates blood vessels, lowers blood pressure and inhibits
platelet aggregation, whereas TXA2 opposes these actions [58]. Given this, PGI2 favors
adipogenesis and thermogenesis, whereas TXA2 opposes these effects and resembles their
antagonistic effect on platelet aggregation. PGI2 and TXA2 derive from the same precursor,
arachidonic acid, through the action of the two cyclooxygenases isoforms (COX1 and 2), giv-
ing rise to a common substrate (PGH2). PGH2 is then metabolized by enzymes, specifically
prostaglandin I synthase or thromboxane synthase, to produce PGI2 or TXA2, respectively.
It is tempting to speculate that inhibiting the production of TXA2 locally or developing
a specific TXA2 receptor antagonist in association with increasing PGI2 levels will favor
brite and brown adipocyte formation through trans-differentiation of white adipocytes
into brown adipocytes and function. Moreover, recent findings show that coagulation
factors [59] can mediate biological effects in BAT that may suggest a link to the involvement
of thromboxane. More detailed studies, both in vitro and in vivo, are necessary to decipher
the mechanisms behind these effects. Our data open new horizons in the development of
potential therapies based on the control of thromboxane A2/prostacyclin balance to combat
obesity and associated metabolic disorders.

5. Conclusions

In conclusion, in search of compounds controlling brown adipocyte formation, we
found that thromboxane A2 exhibited an inhibitory effect on the conversion of white
adipocyte into brown adipocyte, i.e., browning process, which is antagonized by PGI2. Our
data revealed an important role of TXA2 and PGI2 in the remodeling of the adipose organ.
We also found that 9-PAHSA and 9-PAHPA modestly potentiate rosiglitazone-induced
browning of white adipocytes.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/cells12030446/s1, Figure S1: Adiponectin secretion; Figure S2. TXB2
did not affect UCP1 expression; Figure S3. Effects of CTA2 on the browning process of mice primary
adipocytes; Table S1. Sequence of primers used for gene expression analysis. References [38,60–62]
are cited in the supplementary materials.
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ARA arachidonic acid
CTA2 carbocyclic thromboxane A2
BMI body mass index
FAHFA fatty acid esters of hydroxy fatty acids
TXA2 thromboxane A2
TXB2 thromboxane B2
5(R)-PAHSA palmitic-acid-5-hydroxy-stearic acid
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References
1. WHO. Obesity and Overweight. Fact Sheet N◦311. 2020. Available online: https://www.who.int/en/news-room/fact-sheets/

detail/obesity-and-overweight (accessed on 9 June 2021).
2. Cinti, S. The adipose organ at a glance. Dis. Model. Mech. 2012, 5, 588–594. [CrossRef]
3. Cinti, S. Adipose Organ Development and Remodeling. Compr. Physiol. 2018, 8, 1357–1431. [CrossRef] [PubMed]
4. Kahn, C.R.; Wang, G.; Lee, K.Y. Altered adipose tissue and adipocyte function in the pathogenesis of metabolic syndrome. J. Clin.

Investig. 2019, 129, 3990–4000. [CrossRef] [PubMed]
5. Golozoubova, V.; Cannon, B.; Nedergaard, J. UCP1 is essential for adaptive adrenergic nonshivering thermogenesis. Am. J.

Physiol. Endocrinol. Metab. 2006, 291, E350–E357. [CrossRef] [PubMed]
6. Scheele, C.; Wolfrum, C. Brown Adipose Crosstalk in Tissue Plasticity and Human Metabolism. Endocr. Rev. 2020, 41, 53–65.

[CrossRef]
7. Nedergaard, J.; Bengtsson, T.; Cannon, B. Unexpected evidence for active brown adipose tissue in adult humans. Am. J. Physiol.

Endocrinol. Metab. 2007, 293, E444–E452. [CrossRef]
8. Saito, M.; Okamatsu-Ogura, Y.; Matsushita, M.; Watanabe, K.; Yoneshiro, T.; Nio-Kobayashi, J.; Iwanaga, T.; Miyagawa, M.;

Kameya, T.; Nakada, K.; et al. High incidence of metabolically active brown adipose tissue in healthy adult humans: Effects of
cold exposure and adiposity. Diabetes 2009, 58, 1526–1531. [CrossRef]

9. Min, S.Y.; Kady, J.; Nam, M.; Rojas-Rodriguez, R.; Berkenwald, A.; Kim, J.H.; Noh, H.L.; Kim, J.K.; Cooper, M.P.;
Fitzgibbons, T.; et al. Human ‘brite/beige’ adipocytes develop from capillary networks, and their implantation improves
metabolic homeostasis in mice. Nat. Med. 2016, 22, 312–318. [CrossRef]

10. Srivastava, S.; Veech, R.L. Brown and Brite: The Fat Soldiers in the Anti-obesity Fight. Front. Physiol. 2019, 10, 38. [CrossRef]
11. Virtanen, K.A.; Lidell, M.E.; Orava, J.; Heglind, M.; Westergren, R.; Niemi, T.; Taittonen, M.; Laine, J.; Savisto, N.J.; Enerback, S.;

et al. Functional brown adipose tissue in healthy adults. N. Engl. J. Med. 2009, 360, 1518–1525. [CrossRef]
12. Morigny, P.; Boucher, J.; Arner, P.; Langin, D. Lipid and glucose metabolism in white adipocytes: Pathways, dysfunction and

therapeutics. Nat. Rev. Endocrinol. 2021, 17, 276–295. [CrossRef] [PubMed]
13. Horvath, C.; Wolfrum, C. Feeding brown fat: Dietary phytochemicals targeting non-shivering thermogenesis to control body

weight. Proc. Nutr. Soc. 2020, 79, 338–356. [CrossRef] [PubMed]
14. Leiria, L.O.; Tseng, Y.H. Lipidomics of brown and white adipose tissue: Implications for energy metabolism. Biochim. Biophys.

Acta Mol. Cell Biol. Lipids 2020, 1865, 158788. [CrossRef]
15. Park, H.; He, A.; Lodhi, I.J. Lipid Regulators of Thermogenic Fat Activation. Trends Endocrinol. Metab. 2019, 30, 710–723.

[CrossRef]
16. Chouchani, E.T.; Kazak, L.; Spiegelman, B.M. New Advances in Adaptive Thermogenesis: UCP1 and Beyond. Cell Metab. 2019,

29, 27–37. [CrossRef] [PubMed]
17. Lynes, M.D.; Kodani, S.D.; Tseng, Y.H. Lipokines and Thermogenesis. Endocrinology 2019, 160, 2314–2325. [CrossRef]
18. Lynes, M.D.; Leiria, L.O.; Lundh, M.; Bartelt, A.; Shamsi, F.; Huang, T.L.; Takahashi, H.; Hirshman, M.F.; Schlein, C.; Lee, A.; et al.

The cold-induced lipokine 12,13-diHOME promotes fatty acid transport into brown adipose tissue. Nat. Med. 2017, 23, 631–637.
[CrossRef]

19. Kulterer, O.C.; Niederstaetter, L.; Herz, C.T.; Haug, A.R.; Bileck, A.; Pils, D.; Kautzky-Willer, A.; Gerner, C.; Kiefer, F.W. The
Presence of Active Brown Adipose Tissue Determines Cold-Induced Energy Expenditure and Oxylipin Profiles in Humans. J.
Clin. Endocrinol. Metab. 2020, 105, 2203–2216. [CrossRef]

20. Leiria, L.O.; Wang, C.H.; Lynes, M.D.; Yang, K.; Shamsi, F.; Sato, M.; Sugimoto, S.; Chen, E.Y.; Bussberg, V.; Narain, N.R.; et al.
12-Lipoxygenase Regulates Cold Adaptation and Glucose Metabolism by Producing the Omega-3 Lipid 12-HEPE from Brown
Fat. Cell Metab. 2019, 30, 768–783.e7. [CrossRef]

https://www.who.int/en/news-room/fact-sheets/detail/obesity-and-overweight
https://www.who.int/en/news-room/fact-sheets/detail/obesity-and-overweight
http://doi.org/10.1242/dmm.009662
http://doi.org/10.1002/cphy.c170042
http://www.ncbi.nlm.nih.gov/pubmed/30215863
http://doi.org/10.1172/JCI129187
http://www.ncbi.nlm.nih.gov/pubmed/31573548
http://doi.org/10.1152/ajpendo.00387.2005
http://www.ncbi.nlm.nih.gov/pubmed/16595854
http://doi.org/10.1210/endrev/bnz007
http://doi.org/10.1152/ajpendo.00691.2006
http://doi.org/10.2337/db09-0530
http://doi.org/10.1038/nm.4031
http://doi.org/10.3389/fphys.2019.00038
http://doi.org/10.1056/NEJMoa0808949
http://doi.org/10.1038/s41574-021-00471-8
http://www.ncbi.nlm.nih.gov/pubmed/33627836
http://doi.org/10.1017/S0029665120006928
http://www.ncbi.nlm.nih.gov/pubmed/32290888
http://doi.org/10.1016/j.bbalip.2020.158788
http://doi.org/10.1016/j.tem.2019.07.020
http://doi.org/10.1016/j.cmet.2018.11.002
http://www.ncbi.nlm.nih.gov/pubmed/30503034
http://doi.org/10.1210/en.2019-00337
http://doi.org/10.1038/nm.4297
http://doi.org/10.1210/clinem/dgaa183
http://doi.org/10.1016/j.cmet.2019.07.001


Cells 2023, 12, 446 13 of 14

21. Brejchova, K.; Balas, L.; Paluchova, V.; Brezinova, M.; Durand, T.; Kuda, O. Understanding FAHFAs: From structure to metabolic
regulation. Prog. Lipid Res. 2020, 79, 101053. [CrossRef]

22. Kalupahana, N.S.; Goonapienuwala, B.L.; Moustaid-Moussa, N. Omega-3 Fatty Acids and Adipose Tissue: Inflammation and
Browning. Annu. Rev. Nutr. 2020, 40, 25–49. [CrossRef]

23. Fujimori, K. Prostaglandin D(2) and F(2alpha) as Regulators of Adipogenesis and Obesity. Biol. Pharm. Bull. 2022, 45, 985–991.
[CrossRef] [PubMed]

24. Yun, D.H.; Song, H.Y.; Lee, M.J.; Kim, M.R.; Kim, M.Y.; Lee, J.S.; Kim, J.H. Thromboxane A(2) modulates migration, proliferation,
and differentiation of adipose tissue-derived mesenchymal stem cells. Exp. Mol. Med. 2009, 41, 17–24. [CrossRef]

25. Rodriguez, A.M.; Elabd, C.; Delteil, F.; Astier, J.; Vernochet, C.; Saint-Marc, P.; Guesnet, J.; Guezennec, A.; Amri, E.Z.; Dani, C.; et al.
Adipocyte differentiation of multipotent cells established from human adipose tissue. Biochem. Biophys. Res. Commun. 2004, 315,
255–263. [CrossRef] [PubMed]

26. Elabd, C.; Chiellini, C.; Carmona, M.; Galitzky, J.; Cochet, O.; Petersen, R.; Penicaud, L.; Kristiansen, K.; Bouloumie, A.;
Casteilla, L.; et al. Human multipotent adipose-derived stem cells differentiate into functional brown adipocytes. Stem Cells 2009,
27, 2753–2760. [CrossRef]

27. Barquissau, V.; Beuzelin, D.; Pisani, D.F.; Beranger, G.E.; Mairal, A.; Montagner, A.; Roussel, B.; Tavernier, G.; Marques, M.A.;
Moro, C.; et al. White-to-brite conversion in human adipocytes promotes metabolic reprogramming towards fatty acid anabolic
and catabolic pathways. Mol. Metab. 2016, 5, 352–365. [CrossRef]

28. Pisani, D.F.; Barquissau, V.; Chambard, J.C.; Beuzelin, D.; Ghandour, R.A.; Giroud, M.; Mairal, A.; Pagnotta, S.; Cinti, S.;
Langin, D.; et al. Mitochondrial fission is associated with UCP1 activity in human brite/beige adipocytes. Mol. Metab. 2018, 7,
35–44. [CrossRef]

29. Ghandour, R.A.; Colson, C.; Giroud, M.; Maurer, S.; Rekima, S.; Ailhaud, G.; Klingenspor, M.; Amri, E.Z.; Pisani, D.F. Impact
of dietary omega3 polyunsaturated fatty acid supplementation on brown and brite adipocyte function. J. Lipid Res. 2018, 59,
452–461. [CrossRef] [PubMed]

30. Lefils-Lacourtablaise, J.; Socorro, M.; Geloen, A.; Daira, P.; Debard, C.; Loizon, E.; Guichardant, M.; Dominguez, Z.; Vidal, H.;
Lagarde, M.; et al. The eicosapentaenoic acid metabolite 15-deoxy-delta(12,14)-prostaglandin J3 increases adiponectin secretion
by adipocytes partly via a PPARgamma-dependent mechanism. PLoS ONE 2013, 8, e63997. [CrossRef]

31. Balas, L.; Bertrand-Michel, J.; Viars, F.; Faugere, J.; Lefort, C.; Caspar-Bauguil, S.; Langin, D.; Durand, T. Regiocontrolled syntheses
of FAHFAs and LC-MS/MS differentiation of regioisomers. Org. Biomol. Chem. 2016, 14, 9012–9020. [CrossRef]

32. Rodriguez, A.M.; Pisani, D.; Dechesne, C.A.; Turc-Carel, C.; Kurzenne, J.Y.; Wdziekonski, B.; Villageois, A.; Bagnis, C.;
Breittmayer, J.P.; Groux, H.; et al. Transplantation of a multipotent cell population from human adipose tissue induces dystrophin
expression in the immunocompetent mdx mouse. J. Exp. Med. 2005, 201, 1397–1405. [CrossRef]

33. Pisani, D.F.; Djedaini, M.; Beranger, G.E.; Elabd, C.; Scheideler, M.; Ailhaud, G.; Amri, E.Z. Differentiation of Human Adipose-
Derived Stem Cells into “Brite” (Brown-in-White) Adipocytes. Front. Endocrinol. 2011, 2, 87. [CrossRef] [PubMed]

34. Pisani, D.F.; Ghandour, R.A.; Beranger, G.E.; Le Faouder, P.; Chambard, J.C.; Giroud, M.; Vegiopoulos, A.; Djedaini, M.; Bertrand-
Michel, J.; Tauc, M.; et al. The omega6-fatty acid, arachidonic acid, regulates the conversion of white to brite adipocyte through a
prostaglandin/calcium mediated pathway. Mol. Metab. 2014, 3, 834–847. [CrossRef]

35. Yore, M.M.; Syed, I.; Moraes-Vieira, P.M.; Zhang, T.; Herman, M.A.; Homan, E.A.; Patel, R.T.; Lee, J.; Chen, S.; Peroni, O.D.; et al.
Discovery of a class of endogenous mammalian lipids with anti-diabetic and anti-inflammatory effects. Cell 2014, 159, 318–332.
[CrossRef] [PubMed]

36. Wang, Y.M.; Liu, H.X.; Fang, N.Y. 9-PAHSA promotes browning of white fat via activating G-protein-coupled receptor 120 and
inhibiting lipopolysaccharide/NF-kappa B pathway. Biochem. Biophys. Res. Commun. 2018, 506, 153–160. [CrossRef] [PubMed]

37. Benlebna, M.; Balas, L.; Bonafos, B.; Pessemesse, L.; Fouret, G.; Vigor, C.; Gaillet, S.; Grober, J.; Bernex, F.; Landrier, J.F.; et al.
Long-term intake of 9-PAHPA or 9-OAHPA modulates favorably the basal metabolism and exerts an insulin sensitizing effect in
obesogenic diet-fed mice. Eur. J. Nutr. 2021, 60, 2013–2027. [CrossRef] [PubMed]

38. Ghandour, R.A.; Giroud, M.; Vegiopoulos, A.; Herzig, S.; Ailhaud, G.; Amri, E.Z.; Pisani, D.F. IP-receptor and PPARs trigger
the conversion of human white to brite adipocyte induced by carbaprostacyclin. Biochim. Biophys. Acta 2016, 1861, 285–293.
[CrossRef]

39. Babaei, R.; Schuster, M.; Meln, I.; Lerch, S.; Ghandour, R.A.; Pisani, D.F.; Bayindir-Buchhalter, I.; Marx, J.; Wu, S.;
Schoiswohl, G.; et al. Jak-TGFbeta cross-talk links transient adipose tissue inflammation to beige adipogenesis. Sci. Sig-
nal. 2018, 11, eaai7838. [CrossRef]

40. Babaei, R.; Bayindir-Buchhalter, I.; Meln, I.; Vegiopoulos, A. Immuno-Magnetic Isolation and Thermogenic Differentiation of
White Adipose Tissue Progenitor Cells. Methods Mol. Biol. 2017, 1566, 37–48. [CrossRef] [PubMed]

41. Forman, B.M.; Tontonoz, P.; Chen, J.; Brun, R.P.; Spiegelman, B.M.; Evans, R.M. 15-Deoxy-delta 12, 14-prostaglandin J2 is a ligand
for the adipocyte determination factor PPAR gamma. Cell 1995, 83, 803–812. [CrossRef]

42. Dieckmann, S.; Maurer, S.; Fromme, T.; Colson, C.; Virtanen, K.A.; Amri, E.Z.; Klingenspor, M. Fatty Acid Metabolite Profiling
Reveals Oxylipins as Markers of Brown but Not Brite Adipose Tissue. Front. Endocrinol. 2020, 11, 73. [CrossRef] [PubMed]

43. Rucker, D.; Dhamoon, A.S. Physiology, Thromboxane A2. In StatPearls; StatPearls Publishing: Treasure Island, FL, USA, 2021.
44. Nakahata, N. Thromboxane A2: Physiology/pathophysiology, cellular signal transduction and pharmacology. Pharmacol. Ther.

2008, 118, 18–35. [CrossRef]

http://doi.org/10.1016/j.plipres.2020.101053
http://doi.org/10.1146/annurev-nutr-122319-034142
http://doi.org/10.1248/bpb.b22-00210
http://www.ncbi.nlm.nih.gov/pubmed/35908908
http://doi.org/10.3858/emm.2009.41.1.003
http://doi.org/10.1016/j.bbrc.2004.01.053
http://www.ncbi.nlm.nih.gov/pubmed/14766202
http://doi.org/10.1002/stem.200
http://doi.org/10.1016/j.molmet.2016.03.002
http://doi.org/10.1016/j.molmet.2017.11.007
http://doi.org/10.1194/jlr.M081091
http://www.ncbi.nlm.nih.gov/pubmed/29343538
http://doi.org/10.1371/journal.pone.0063997
http://doi.org/10.1039/C6OB01597B
http://doi.org/10.1084/jem.20042224
http://doi.org/10.3389/fendo.2011.00087
http://www.ncbi.nlm.nih.gov/pubmed/22654831
http://doi.org/10.1016/j.molmet.2014.09.003
http://doi.org/10.1016/j.cell.2014.09.035
http://www.ncbi.nlm.nih.gov/pubmed/25303528
http://doi.org/10.1016/j.bbrc.2018.09.050
http://www.ncbi.nlm.nih.gov/pubmed/30340828
http://doi.org/10.1007/s00394-020-02391-1
http://www.ncbi.nlm.nih.gov/pubmed/32989473
http://doi.org/10.1016/j.bbalip.2016.01.007
http://doi.org/10.1126/scisignal.aai7838
http://doi.org/10.1007/978-1-4939-6820-6_5
http://www.ncbi.nlm.nih.gov/pubmed/28244039
http://doi.org/10.1016/0092-8674(95)90193-0
http://doi.org/10.3389/fendo.2020.00073
http://www.ncbi.nlm.nih.gov/pubmed/32153509
http://doi.org/10.1016/j.pharmthera.2008.01.001


Cells 2023, 12, 446 14 of 14

45. Rahman, M.S. Prostacyclin: A major prostaglandin in the regulation of adipose tissue development. J. Cell. Physiol. 2019, 234,
3254–3262. [CrossRef] [PubMed]

46. Yilmaz, M.; Claiborn, K.C.; Hotamisligil, G.S. De Novo Lipogenesis Products and Endogenous Lipokines. Diabetes 2016, 65,
1800–1807. [CrossRef]

47. Barquissau, V.; Ghandour, R.A.; Ailhaud, G.; Klingenspor, M.; Langin, D.; Amri, E.Z.; Pisani, D.F. Control of adipogenesis by
oxylipins, GPCRs and PPARs. Biochimie 2017, 136, 3–11. [CrossRef] [PubMed]

48. Stanford, K.I.; Lynes, M.D.; Takahashi, H.; Baer, L.A.; Arts, P.J.; May, F.J.; Lehnig, A.C.; Middelbeek, R.J.W.; Richard, J.J.;
So, K.; et al. 12,13-diHOME: An Exercise-Induced Lipokine that Increases Skeletal Muscle Fatty Acid Uptake. Cell Metab. 2018, 27,
1357. [CrossRef]

49. Paluchova, V.; Oseeva, M.; Brezinova, M.; Cajka, T.; Bardova, K.; Adamcova, K.; Zacek, P.; Brejchova, K.; Balas, L.;
Chodounska, H.; et al. Lipokine 5-PAHSA Is Regulated by Adipose Triglyceride Lipase and Primes Adipocytes for De Novo
Lipogenesis in Mice. Diabetes 2020, 69, 300–312. [CrossRef]

50. Smith, U.; Kahn, B.B. Adipose tissue regulates insulin sensitivity: Role of adipogenesis, de novo lipogenesis and novel lipids. J.
Intern. Med. 2016, 280, 465–475. [CrossRef]

51. Paluchova, V.; Vik, A.; Cajka, T.; Brezinova, M.; Brejchova, K.; Bugajev, V.; Draberova, L.; Draber, P.; Buresova, J.; Kroupova, P.; et al.
Triacylglycerol-Rich Oils of Marine Origin are Optimal Nutrients for Induction of Polyunsaturated Docosahexaenoic Acid Ester
of Hydroxy Linoleic Acid (13-DHAHLA) with Anti-Inflammatory Properties in Mice. Mol. Nutr. Food Res. 2020, 64, e1901238.
[CrossRef]

52. Benlebna, M.; Balas, L.; Bonafos, B.; Pessemesse, L.; Vigor, C.; Grober, J.; Bernex, F.; Fouret, G.; Paluchova, V.; Gaillet, S.; et al.
Long-term high intake of 9-PAHPA or 9-OAHPA increases basal metabolism and insulin sensitivity but disrupts liver homeostasis
in healthy mice. J. Nutr. Biochem. 2020, 79, 108361. [CrossRef]

53. Kobzar, G.; Mardla, V.; Jarving, I.; Samel, N. Comparison of anti-aggregatory effects of PGI2, PGI3 and iloprost on human and
rabbit platelets. Cell. Physiol. Biochem. 2001, 11, 279–284. [CrossRef] [PubMed]

54. Kliewer, S.A.; Lenhard, J.M.; Willson, T.M.; Patel, I.; Morris, D.C.; Lehmann, J.M. A prostaglandin J2 metabolite binds peroxisome
proliferator-activated receptor gamma and promotes adipocyte differentiation. Cell 1995, 83, 813–819. [CrossRef] [PubMed]

55. Patrono, C.; Rocca, B. Measurement of Thromboxane Biosynthesis in Health and Disease. Front. Pharmacol. 2019, 10, 1244.
[CrossRef]

56. Lei, X.; Li, Q.; Rodriguez, S.; Tan, S.Y.; Seldin, M.M.; McLenithan, J.C.; Jia, W.; Wong, G.W. Thromboxane synthase deficiency
improves insulin action and attenuates adipose tissue fibrosis. Am. J. Physiol. Endocrinol. Metab. 2015, 308, E792–E804. [CrossRef]
[PubMed]

57. Graziani, F.; Biasucci, L.M.; Cialdella, P.; Liuzzo, G.; Giubilato, S.; Della Bona, R.; Pulcinelli, F.M.; Iaconelli, A.; Mingrone, G.;
Crea, F. Thromboxane production in morbidly obese subjects. Am. J. Cardiol. 2011, 107, 1656–1661. [CrossRef]

58. Bunting, S.; Moncada, S.; Vane, J.R. The prostacyclin-thromboxane A2 balance: Pathophysiological and therapeutic implications.
Br. Med. Bull. 1983, 39, 271–276. [CrossRef]

59. Hayashi, Y.; Shimizu, I.; Yoshida, Y.; Ikegami, R.; Suda, M.; Katsuumi, G.; Fujiki, S.; Ozaki, K.; Abe, M.; Sakimura, K.; et al.
Coagulation factors promote brown adipose tissue dysfunction and abnormal systemic metabolism in obesity. iScience 2022,
25, 104547. [CrossRef]

60. Rodbell, M. Metabolism of Isolated Fat Cells: I. Effects of Hormones on Glucose Metabolism and Lipolysis. J. Biol. Chem. 1964,
239, 375–380. [CrossRef]

61. Murholm, M.; Dixen, K.; Qvortrup, K.; Hansen, L.H.; Amri, E.Z.; Madsen, L.; Barbatelli, G.; Quistorff, B.; Hansen, J.B. Dynamic
regulation of genes involved in mitochondrial DNA replication and transcription during mouse brown fat cell differentiation and
recruitment. PLoS ONE 2009, 4, e8458. [CrossRef]

62. Colson, C.; Batrow, P.L.; Gautier, N.; Rochet, N.; Ailhaud, G.; Peiretti, F.; Amri, E.Z. The Rosmarinus Bioactive Compound
Carnosic Acid Is a Novel PPAR Antagonist That Inhibits the Browning of White Adipocytes. Cells 2020, 9, 2433. [CrossRef]
[PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

http://doi.org/10.1002/jcp.26932
http://www.ncbi.nlm.nih.gov/pubmed/30431153
http://doi.org/10.2337/db16-0251
http://doi.org/10.1016/j.biochi.2016.12.012
http://www.ncbi.nlm.nih.gov/pubmed/28034718
http://doi.org/10.1016/j.cmet.2018.04.023
http://doi.org/10.2337/db19-0494
http://doi.org/10.1111/joim.12540
http://doi.org/10.1002/mnfr.201901238
http://doi.org/10.1016/j.jnutbio.2020.108361
http://doi.org/10.1159/000047814
http://www.ncbi.nlm.nih.gov/pubmed/11684817
http://doi.org/10.1016/0092-8674(95)90194-9
http://www.ncbi.nlm.nih.gov/pubmed/8521498
http://doi.org/10.3389/fphar.2019.01244
http://doi.org/10.1152/ajpendo.00383.2014
http://www.ncbi.nlm.nih.gov/pubmed/25738781
http://doi.org/10.1016/j.amjcard.2011.01.053
http://doi.org/10.1093/oxfordjournals.bmb.a071832
http://doi.org/10.1016/j.isci.2022.104547
http://doi.org/10.1016/S0021-9258(18)51687-2
http://doi.org/10.1371/journal.pone.0008458
http://doi.org/10.3390/cells9112433
http://www.ncbi.nlm.nih.gov/pubmed/33171828

	Introduction 
	Materials and Methods 
	Reagents 
	Cell Culture 
	Adiponectin Levels 
	Isolation and Analysis of RNA 
	Western Blot Analysis 
	Statistical Analyses 

	Results 
	9-PAHSA and 9-PAHPA Effects on Browning of White hMADS Adipocytes 
	Effects of Prostaglandins and Their Derivatives on Browning of White Adipocytes 
	Effects of 12,13 di-HOME, 12-HEPE and 18-HEPE on Browning of White Adipocytes 
	Effects of Thromboxane A2 on Browning of White Adipocytes 

	Discussion 
	Conclusions 
	References

